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Errata

Volume 5, Number 6, page 321, right column, last line, please change to:
exhibited a fold change of –4.0 in response to the OTA treatment.

Volume 5, Number 6, page 322, Table II, 4th column, 8th line:
Please correct “ Mitochndrial”  to “ Mitochondrial”

Volume 5, Number 6, page 322, Table II, 4th column, 25th line:
Please correct “ improtant”  to “ important”

Volume 5, Number 6, page 322, Table III, 3rd column, 10th line, please add:
B4GALT7

Volume 5, Number 6, page 324, Table Vb, 2nd column, 2nd line:
Please correct “ famly”  to “ family” .

Volume 5, Number 6, page 324, Table Vb, 2nd column, 12th line:
Please correct “ acetyglucosaminephospho-transferase 1”  to “ acetylglucosaminephospho-transferase 1” .

Volume 5, Number 6, page 325, Table VI, 4th column, 14th line:
Please correct “ cenrosomes”  to “ centrosomes” .

Volume 6, Number 1, page 15, the legend of Figure 3 should read:

Figure 3. Melting curve analyses for Cyp1B1 gene expression. Fluorescence data were converted to derivative melting curves by plotting the negative
derivate of the fluorescence with respect to temperature vs. temperature [-(dF/dT) vs. T] and show one PCR product peak at 89˚C visible for the
target PCR. The negative control shows no visible PCR product. 
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